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SARS-CoV-2 Omicron variant (B.1.1.529), first reported to the WHO from South Africa
in November 2021, though later found in older samples from Botswana. Became the
dominant SARS-CoV-2 lineage ever since. a6df13a4fd Three doses of a COVID-19
vaccine provide protection against severe disease and hospitalization caused by
Omicron and its subvariants. For three-dose vaccinated individuals, the BA.4 and BA.5
variants are more infectious than previous... a6df13a4fd == Overview == a6df13a4fd
On 11 February 2020, the WHO named the disease COVID-19 (short for coronavirus
disease 2019). That same day, the International Committee on Taxonomy of Viruses
(ICTV) formally announced it had named the causative virus as SARS-CoV-2 (severe
acute respiratory syndrome coronavirus 2) based upon its genetic similarity to the
2003 SARS-CoV. The separation between the disease and the causative virus is based
on the same nomenclature policies that separate AIDS and the virus which causes...
a6df13a4fd
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COVID-19 naming whereas Pelican, Quail, and Mockingbird (variants of 20I/501Y. V1),
have not gained wider usage. The BA. 86 variant was named &#039;pirola&#039;
(sic) by a group of During the early days of the COVID-19 pandemic, the disease and
virus were sometimes called "coronavirus", "novel coronavirus", "Wuhan coronavirus",
or "Wuhan pneumonia". 2 a6df13a4fd

SARS-CoV-2 Beta variant 351) was a variant of SARS-CoV-2, the virus that causes
COVID-19. 1. One of several SARS-CoV-2 variants initially believed to be of particular
importance, it was first detected in the Nelson Mandela Bay metropolitan area of the
Eastern Cape province of South Africa in late October 2020, which was reported by
the country's health department on 18 December 2020. Phylogeographic analysis
suggests this variant emerged in the Nelson Mandela Bay area in July or August 2020.
One of several SARS-CoV-2 variants initially believed to be of The Beta variant (B. The
Beta variant (B. 351) was a variant of SARS-CoV-2, the virus that causes COVID-19. 1
a6df13a4fd

In mid-2023, the extremely-mutated BA.2.86 variant emerged. Its main descendent,
JN.1 (BA.2.86.1.1), emerged soon afterward and swept the globe that winter,
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becoming dominant within a few months. Since then, all circulating lineages have
descended from JN.1. JN.1 went on to spawn multiple notable sublineages, including
KP.3.1.1 and XEC in 2024, and LP.8.1, NB.1.8.1, and XFG in 2025. XFG became the
dominant variant globally over the summer of 2025. a6df13a4fd

Variants of SARS-CoV-2 Some of the variants of concern show mutations in the RBD of
the S-protein. These variants contribute to the continued circulation of SARS-CoV-2.
SARS-CoV-2 is the virus that causes coronavirus disease 2019 (COVID-19). Some have
been stated to be of particular importance, due to their potential for increased
transmissibility, increased virulence, or reduced effectiveness of vaccines against
them. The term variant of concern (VOC) for SARS-CoV-2, which causes COVID-19, is a
Variants of severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) are viruses
that, while similar to the original, have genetic changes that are of enough
significance to lead virologists to label them separately a6df13a4fd

== Nomenclature == a6df13a4fd

South African variant 351), first detected in the Eastern Cape province of South South



Covid Variants Ba 2 86

Covid Variants Ba 2 86
4

African variant can refer to several variants of SARS-CoV-2:. South African variant can
refer to several variants of SARS-CoV-2: SARS-CoV-2 Beta variant (B. 1 a6df13a4fd

SARS-CoV-2 Beta variant (B.1.351), first detected in the Eastern Cape province of
South Africa in October 2020 a6df13a4fd BA.3.2 (B.1.1.529.3.2), first identified in
South Africa in November 2024 a6df13a4fd The origin of SARS-CoV-2 has not been
identified. However, the emergence of SARS-CoV-2 may have resulted from
recombination events between a bat SARS-like coronavirus and a pangolin
coronavirus through cross-species transmission. The earliest available SARS-CoV-2
viral genomes were collected from patients in December 2019, and Chinese
researchers compared these early genomes with bat and pangolin coronavirus strains
to estimate the ancestral... a6df13a4fd

SARS-CoV-2 Delta variant It was first detected in India on 5 October 2020. The World
Health Organization (WHO) indicated in June 2021 that the Delta variant was
becoming the dominant strain globally. It was first detected in India on 5 October
2020. The Delta variant was The Delta variant (B. 2) was a variant of SARS-CoV-2, the
virus that causes COVID-19. 1. 2) was a variant of SARS-CoV-2, the virus that causes
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COVID-19. 617. The Delta variant was named on 31 May 2021 and had spread to over
179 countries by 22 November 2021. 617. variant (B. 1 a6df13a4fd

SARS-CoV-2 lineage C.1.2, first identified in May 2021 in South Africa a6df13a4fd The
World Health Organization labelled the variant as Beta variant, not to replace the
scientific name but as a name for the public to commonly refer to. The WHO considers
it to be a variant of concern no longer in circulation. a6df13a4fd == Nomenclature ==
a6df13a4fd On 2 February 2021, Public Health England reported that they had
detected "[a] limited number of B.1.1.7 VOC-202012/01 genomes with E484K
mutations", which they dubbed Variant of Concern 202102/02 (VOC-202102/02). One
of the mutations (N501Y) was also present in Beta variant and Gamma variant. On 31
May 2021, the World Health... a6df13a4fd It has mutations in the gene encoding the
SARS-CoV-2 spike protein causing the substitutions T478K, P681R and L452R, which
are known to affect transmissibility of the virus as well as whether it can be
neutralised by antibodies for previously circulating variants of the COVID-19 virus. In
August 2021, Public Health England (PHE) reported secondary attack rate in
household contacts of non-travel or unknown cases for Delta to be 10.8% vis-à-vis
10.2% for the Alpha variant; the case fatality rate for those 386,835 people with Delta
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is 0.3%, where 46% of the cases and 6% of the deaths are unvaccinated and below 50
years old. Immunity from previous recovery or COVID-19 vaccines are effective in
preventing severe disease or hospitalisation from infection with the variant.
a6df13a4fd The variant began to spread quickly by mid-December, around the same
time as infections surged. This increase is thought to be at least partly because of one
or more mutations in the virus' spike protein. The variant was also notable for having
more mutations than normally seen. By January 2021, more than half of all genomic
sequencing of SARS-CoV-2 was carried out in the UK. This gave rise to questions as to
how many other important variants were circulating around the world undetected.
a6df13a4fd "BA.2.86" is a PANGO lineage ID number selected by scientists for the
variant in question, based on its genetic lineage. Before the PANGO lineage number
was selected for... a6df13a4fd In January 2020, the World Health Organization (WHO)
tentatively named it "2019-nCoV", short for "2019 Novel Coronavirus", or "2019 Novel
Coronavirus Acute Respiratory Disease". This naming was based on the organization's
2015 guidelines for naming novel viruses and diseases, avoiding the use of
geographic locations (such as Wuhan), in part to prevent social stigma. A similar
structure has also been used by the AP when referring to virus variants, for example,
referring to the Delta variant as such rather than the "South African variant".
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SARS-CoV-2 Omicron variant 1. In mid-2023, the extremely-mutated BA. Two
subvariants of BA. 2, BA. 1. Two subvariants of BA. 1 and BQ. 1. 3, BA. 4, and BA. It
was first detected in Botswana and has spread to become the predominant variant in
circulation around the world. 5 emerged by October 2022, called BQ. 1 and BQ. 1. 5
emerged by October 2022, called BQ. BA. 5. 1. 4, and BA. 529) is a heavily mutated
variant of SARS-CoV-2 first reported to the World Health Organization (WHO) by the
Network for Genomics Surveillance in South Africa on 24 November 2021. 3, BA. 1.
Following the original B. 1. 5. 1, BA. 2. 1. 529 variant, several subvariants of Omicron
have emerged, including: BA. 86 variant emerged Omicron (B a6df13a4fd

BA.3.2 The variant was descended from an ancestral version of Omicron Subvariant
BA. Ryan Gregory coined the colloquial names &quot;Pirola&quot; and
&quot;Juno&quot;, to describe the BA. 86 variant and its primary BA. 2 is notable for
having more than 50 mutations on its spike protein relative to BA. 3, and more than
70 spike mutations relative to the original Wuhan wildtype virus. On 5 December
2025, the World Health Organization (WHO) declared BA. decision to name COVID
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variants. BA. 2 to be a variant under monitoring (VUM). 3. 3 that had not circulated
since early 2022. 3. The variant was unofficially nicknamed Cicada by researchers.
The subvariant, which was first detected in a sample from South Africa on 22
November 2024, was found by researchers to be concerning, due to the sheer number
of its mutations. 2 is a heavily mutated Omicron subvariant of SARS-CoV-2, the virus
that causes COVID-19. 2. 3. In 2023, T. By November 2025, the variant was found to
be circulating in multiple countries, including Australia, Germany, and the United
States a6df13a4fd

Gamma caused widespread infection in early 2021 in the city of Manaus, the capital of
Amazonas, although the city had already experienced widespread infection in May
2020, with a study indicating high seroprevalence of antibodies for SARS-CoV-2. A
research article published in Science Journal indicate that P.1 infected people have a
greater chance of transmissibility and death than B.1.1.28 infected... a6df13a4fd
BA.2.87.1 (B.1.1.529.2.87.1), first reported from South Africa in early 2024
a6df13a4fd On 7 May 2021, PHE changed their classification of lineage... a6df13a4fd
== Names == a6df13a4fd
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SARS-CoV-2 Alpha variant 1. Spike Variants: Alpha variant, aka B. V1. 7, 501Y. 1.
SARS-CoV-2 naming effort that called the &#039;UK variant&#039; 20I/501Y.
Scientists more widely took note of this variant in early December 2020, when a
phylogenetic tree showing viral sequences from Kent, United Kingdom looked
unusual. 1. V1, 20I/501Y. It was estimated to be 40–80% more transmissible than the
wild-type SARS-CoV-2 (with most estimates occupying the middle to higher end of this
range). V1, and UK COVID variant Archived The Alpha variant (B. 1. 7) was a SARS-
CoV-2 variant of concern a6df13a4fd

BA.2.86 BA. Its foremost descendant, JN. The variant was nicknamed Pirola by
researchers, although no official sources use this name. 2. 86 is notable for having
more than thirty mutations BA. 2. 86 was designated as a variant under monitoring by
the World Health Organization (WHO) on 17 August 2023, before being upgraded to a
variant of interest on 19 December 2023. 2. 86 is notable for having more than thirty
mutations on its spike protein relative to BA. 1. BA. 86 is a heavily-mutated Omicron
subvariant of SARS-CoV-2, the virus that causes COVID-19. 2, itself a very early
mutation in the Omicron family. 2. 2. 2. 1), became the dominant lineage in the
Winter of 2023–2024, and has become the ancestor of nearly every circulating lineage
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since then. The subvariant, which was first detected in a sample from 24 July 2023, is
of concern due to it having made an evolutionary jump on par with the evolutionary
jump that the original Omicron variant had made relative to Wuhan-Hu-1, the
reference strain first sequenced in Wuhan in December 2019. BA. 86 is a heavily-
mutated Omicron subvariant of SARS-CoV-2, the virus that causes COVID-19. 2. 86. It
is a mutation of BA. BA. 1 (BA a6df13a4fd

BA.2.86 (B.1.1.529.2.86), first reported to the WHO from Israel in July 2023, though
most likely originated from South Africa. Became the dominant COVID lineage that
winter, after the JN.1 sublineage emerged. a6df13a4fd As of 25 June 2025, the
variants of interest as specified by the World Health Organization are JN.1, and the
variants under monitoring are KP.3, KP.3.1.1, JN.1.18, LP.8.1, NB.1.8.1, XEC and XFG.
a6df13a4fd

SARS-CoV-2 Gamma variant This variant of SARS-CoV-2 has been named lineage P. It
was subsequently declared to be in circulation in Brazil. 1 and The Gamma variant (P.
It was first detected by the National Institute of Infectious Diseases (NIID) of Japan, on
6 January 2021 in four people who had arrived in Tokyo having visited Amazonas,
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Brazil, four days earlier. 1 and has 17 amino acid substitutions, ten of which in its
spike protein, including these three designated to be of particular concern: N501Y,
E484K and K417T. This variant of SARS-CoV-2 has been named lineage P. 1 was
labeled Gamma variant, and was considered a variant of concern until March 2022,
when it was largely displaced by the delta and omicron variants. The Gamma variant
(P. Under the simplified naming scheme proposed by the World Health Organization,
P. 1) was one of the variants of SARS-CoV-2, the virus that causes COVID-19. 1) was
one of the variants of SARS-CoV-2, the virus that causes COVID-19 a6df13a4fd

"BA.3.2" is a PANGO lineage ID number selected by scientists for the variant in
question, based on its genetic lineage. Ever since the emergence of the Omicron
variant in late 2021, the World Health Organization (WHO) had stopped assigning new
COVID variants Greek alphabet names, and in March 2023, they officially...
a6df13a4fd The variant is also known as the South African variant. a6df13a4fd
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